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ppab08289m.g 2-oxoglutarate (20G) and Fe(ll)-dependent oxygenase superfamily protein
ppal08007m.g 2-oxoglularate (20G) and Fe(ll)-dependent oxygenase superfamily protein
ppal .g aldehyde 2C4
ppal00g50m.g aulcinhibited H(+)-ATPase isoform 10
9 lix~lcop-helix (BHLH) DNA-binding superfamily protein
ppab0E8BBm.g Chalcone and stilbene synthase family protein
ppal06899m.g Chalcone and stilbene synthase family protein
ppal08402m.g Chalcone and stilbene synthase family protein
ppal23080m.g Chalcone and stilbene synthase family protein
ppal06153m.g Chalcone-flavanone isomerase family protein
ppal11276m.g Chalcone-flavanone isomerase family protein
ppad11476m.g Chalcone-flavanone isomerase family protein
ppa018282m g cinnamate-4-hydroxylase

ppa g cinr Y
ppal07605m.g cinnamyl alcohol dehydrogenase 6
ppa022088m.g cinnamyl alcohol dehydrogenase 6
ppad26085m.g cinnamyl alcohol dehydrogenase 6
ppad27148m.g cinnamyl alcohol dehydrogenase 9
ppa024217m.g cinnamyl-alcohol dehydrogenase

o P450 superfamily protein
ppa004433m.g Cytochrome P450 superfamily protein
ppa014596m.g Cytochrome P450 superfamily protein
ppa023335m.g Cytochrome P450 superfamily protein
ppa004377m.g cytochrome P450, family 71, subfamily B, polypeptide 10

ppad04473m.g cytochrome P450, family 98, subfamily A, polypeptide 3

ppad04474m.g cytochrome P450, family 98, subfamily A, polypeptide 3

ppal08069m.g dihydroflavonol 4-reductase

ppad12062m g Disease resistance-responsive (dirigent-like protein) family protein
1

PP g don

ppal07615m.g elicitor-activated gene 3-1

ppal07668m.g elicitor-activated gene 3-1

ppa021232m.g elicitor-activated gene 3-1

ppa022409m.g elicitor-activated gene 3-1

ppal07622m.g elicitor-activated gene 3-2

ppa007626m.g elicitor-activated gene 3-2

ppa018829m.g elicitor-activated gene 3-2

ppad07636m.g flavanone 3-hydrox)

ppal22697m.g GroES-like zinc-binding alcohol dehydrogenase family protein
ppal03580m.g laccase 14

ppal03663m.g laccase 14

ppal25323m.g laccase 14

ppa007738m.g leucoanthocyanidin dioxygenase
ppal .9 MAC/Perforin domai ining protein
ppa003772m.g MAC/Perforin domain-containing protein
ppal04445m.g MATE efflux family protein
ppa004550m.g MATE efflux family protein
ppal4566m.g MATE efflux family protein

ppal 9 3

ppald16711m.g myb domain protein 113

ppal08806m.g myb domain protein 3

ppad23768m.g myb domain protein 3

P m.g myb domain protein 4

ppa009439m.g myb domain protein 7

ppab0&797m.g NAD(P)-binding Rossmann~fold superfamily protein
ppad08244m.g NAD(P)-binding Rossmann-fold superfamily protein
ppal07494m.g NAD(P)-binding Rossmann-fold superfamily protein
ppa010133m.g NAD(P)-binding Rossmann-fold superfamily protein
ppa008295m.g NAD(P)-binding Rossmann-fold superfamily protein
ppall7212mg O-methyltransferase 1

ppal07511m.g O-methyltransferase 1

ppal15423m.g O-methyltransferase 1

ppad21447Tm.g O-methyltransferase 1

ppal02099m.g PHE ammonia lyase 1

ppa002328m.g phenylalanine ammonia-lyase 2

ppa004593m.g phytochelatin synthase 1 (PCS1)

ppa019168m.g phytochelatin synthase 1 (PCS1)

ppal17018m.g pinoresinol reductase 1

ppal25381m.g pinoresinol reductase 1

ppal02547m.g rhamnose biosynthesis 1

ppal02417m.g rhamnose biosynthesis 1

ppad02453m.g rhamnose biosynthesis 1

ppa g y superfamily protein
ppal7B00m.g senescence-relaled gene 1

ppal24861m.g senescence-relaled gene 1

ppa0di17145m.g in/WD40 repeat-iike ity protein

ppal14816mg UDP-glucosyl transferase 7383

ppa018059m.g UDP-glucosyl transferase 7383

ppa019699m.g UDP-glucosyl transferase 7383

ppa021343m.g
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Supplementary Figure 2 Heat map diagram of expression levels of DEGs involved
in phenylpropanoid biosynthesis and metabolism. Data for gene expression level were
normalized to z-score by row.



